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K2 S HUSL Hifk

RS : mIR18107
TWAFR ¢ HUsL
FXZRR ¢ A S E HUSL Fiik

P 4% : Checkpoint protein HUS1; hHUS1; HUS1 (S. pombe) checkpoint homolog; Hus1; HUS1 checkpoint
homolog (S. pombe); HUS1 Checkpoint Protein; HUS1 protein; HUS1+ - like protein; HUS1_HUMAN; Hydroxyurea-

sensitive 1, S. pombe, homolog of.

BRI« aifuyy HSETTR T Rk

BiAERIR :  Rabbit

TR Polyclonal

XML : Human, Mouse, Rat, Pig, Cow, Horse,

FEERRZF ¢ ELISA=1:500-1000 IHC-P=1:400-800 IHC-F=1:400-800 ICC=1:100-500 IF=1:100-500 (A& Y) 75
(FENNENES D)

not yet tested in other applications.

optimal dilutions/concentrations should be determined by the end user.
4+ F & : 32kDa

gHMaEr - 4% dHfEk

# IR : Lyophilized or Liquid

w B . 1mg/ml
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4 % B : KLH conjugated synthetic peptide derived from human HUS1:51-150/280
N4 it N T-{c]

alifk ¥k ¢ affinity purified by Protein A

f& FF ¥ : 0.01M TBS(pH7.4) with 1% BSA, 0.03% Proclin300 and 50% Glycerol.

ARFEL&AE © Store at -20 ° C for one year. Avoid repeated freeze/thaw cycles. The lyophilized antibody is
stable at room temperature for at least one month and for greater than a year when kept at -20° C. When
reconstituted in sterile pH 7.4 0.01M PBS or diluent of antibody the antibody is stable for at least two weeks at 2-

4 ° C.
PubMed: PubMed

P4 The protein encoded by this gene is a component of an evolutionarily conserved, genotoxin-
activated checkpoint complex that is involved in the cell cycle arrest in response to DNA damage. This protein
forms a heterotrimeric complex with checkpoint proteins RAD9 and RAD1. In response to DNA damage, the
trimeric complex interacts with another protein complex consisting of checkpoint protein RAD17 and four small
subunits of the replication factor C (RFC), which loads the combined complex onto the chromatin. The DNA
damage induced chromatin binding has been shown to depend on the activation of the checkpoint kinase ATM,
and is thought to be an early checkpoint signaling event. Alternative splicing results in multiple transcript

variants. [provided by RefSeq, Feb 2011]

Function:

Component of the 9-1-1 cell-cycle checkpoint response complex that plays a major role in DNA repair. The 9-1-1
complex is recruited to DNA lesion upon damage by the RAD17-replication factor C (RFC) clamp loader complex.
Acts then as a sliding clamp platform on DNA for several proteins involved in long-patch base excision repair (LP-
BER). The 9-1-1 complex stimulates DNA polymerase beta (POLB) activity by increasing its affinity for the 3'-OH
end of the primer-template and stabilizes POLB to those sites where LP-BER proceeds; endonuclease FEN1
cleavage activity on substrates with double, nick, or gap flaps of distinct sequences and lengths; and DNA ligase |

(LIG1) on long-patch base excision repair substrates.

Subcellular Location:
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Nucleus. Cytoplasm. In discrete nuclear foci upon DNA damage. According to PubMed:14500360, localized also in

the cytoplasm. DNA damage induces its nuclear translocation. Shuttles between the nucleus and the cytoplasm.

Tissue Specificity:

Ubiquitous.

Similarity:

Belongs to the HUS1 family.

SWISS:

060921

Gene ID:

3364

Important Note:

This product as supplied is intended for research use only, not for use in human, therapeutic or diagnostic

applications.



