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MmFEAE A ELHEER DA

PERHS . mIR10190
B4R : Spectrin (alpha + beta)
PR - MEEE A AR

B 4 : Spectrin alpha chain, erythrocytic 1; Alpha | spectrin; EL 2; EL2; Elliptocytosis 2; Elliptocytosis2;
Erythrocyte alpha spectrin; erythrocyte; Erythroid alpha spectrin; Erythroid alpha-spectrin; Erythroid spectrin
alpha; HPP; HS3; Spectrin alpha chain; Spectrin alpha chain erythrocyte; Spectrin alpha erythrocytic 1; SPH3;

SPTA 1; SPTA; SPTA1; SPTA1_HUMAN; Spectrin alpha chain, erythrocytic 1.
MRS . LME E5%S

PUARIE : Rabbit

TEESRE] ;. Polyclonal

XML @ Human, Mouse, Rat, Pig, Horse, Rabbit,

PN © WB=1:500-2000 ELISA=1:500-1000
not yet tested in other applications.

optimal dilutions/concentrations should be determined by the end user.
4 F & : 280kDa

Yiffsehs : MK

# R : Lyophilized or Liquid

w B 1mg/ml

4 P& B :  KLH conjugated synthetic peptide derived from Human Spectrin alpha chain, erythrocytic 1:2151-
2350/2419
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T B g6
Atk ¥ ¢ affinity purified by Protein A
f# T£ ¥ : 0.01M TBS(pH7.4) with 1% BSA, 0.03% Proclin300 and 50% Glycerol.

RFE%M: : Store at -20 ° C for one year. Avoid repeated freeze/thaw cycles. The lyophilized antibody is
stable at room temperature for at least one month and for greater than a year when kept at -20° C. When
reconstituted in sterile pH 7.4 0.01M PBS or diluent of antibody the antibody is stable for at least two weeks at 2-

4 ° C.
PubMed: PubMed

FEMA4R © Spectrin is an actin crosslinking and molecular scaffold protein that links the plasma membrane to
the actin cytoskeleton, and functions in the determination of cell shape, arrangement of transmembrane
proteins, and organization of organelles. It is a tetramer made up of alpha-beta dimers linked in a head-to-head
arrangement. This gene is one member of a family of alpha-spectrin genes. The encoded protein is primarily
composed of 22 spectrin repeats which are involved in dimer formation. It forms weaker tetramer interactions
than non-erythrocytic alpha spectrin, which may increase the plasma membrane elasticity and deformability of
red blood cells. Mutations in this gene result in a variety of hereditary red blood cell disorders, including

elliptocytosis type 2, pyropoikilocytosis, and spherocytic hemolytic anemia. [provided by RefSeq, Jul 2008].

Function:

Spectrin is the major constituent of the cytoskeletal network underlying the erythrocyte plasma membrane. It

associates with band 4.1 and actin to form the cytoskeletal superstructure of the erythrocyte plasma membrane.

Subunit:

Composed of non-homologous chains, alpha and beta, which aggregate side-to-side in an antiparallel fashion to

form dimers, tetramers, and higher polymers. Interacts with FASLG.

Subcellular Location:

Cytoplasm, cytoskeleton. Cytoplasm, cell cortex.
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DISEASE:

Defects in SPTA1 are the cause of elliptocytosis type 2 (EL2) [MIM:130600]. EL2 is a Rhesus-unlinked form of
hereditary elliptocytosis, a genetically heterogeneous, autosomal dominant hematologic disorder. It is

characterized by variable hemolytic anemia and elliptical or oval red cell shape.

Defects in SPTA1 are a cause of hereditary pyropoikilocytosis (HPP) [MIM:266140]. HPP is an autosomal recessive
disorder characterized by hemolytic anemia, microspherocytosis, poikilocytosis, and an unusual thermal

sensitivity of red cells.

Defects in SPTA1 are the cause of spherocytosis type 3 (SPH3) [MIM:270970]; also known as hereditary
spherocytosis type 3 (HS3). Spherocytosis is a hematologic disorder leading to chronic hemolytic anemia and
characterized by numerous abnormally shaped erythrocytes which are generally spheroidal. SPH3 s

characterized by severe hemolytic anemia. Inheritance is autosomal recessive.

Similarity:

Belongs to the spectrin family.
Contains 3 EF-hand domains.
Contains 1 SH3 domain.

Contains 21 spectrin repeats.

SWISS:

P02549

Gene ID:

6708

Important Note:
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This product as supplied is intended for research use only, not for use in human, therapeutic or diagnostic

applications.

= —Spectrin (alpha + beta)
245 —

180 —

135—

10—



