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BRI T Z AR EH 2 Pilg

PEETES . mIR9363

YW LFR : Proteasome 265 S2
LR 0 MREIRIEN 2R SRR A 2 Pk

B 4 : 26S proteasome non-ATPase regulatory subunit 2; 265 proteasome regulatory subunit RPN1; 26S
proteasome regulatory subunit S2; 26S proteasome subunit p97; 55.11 protein; MGC14274; P97 antibody
Proteasome (prosome macropain) 26S subunit non ATPase 2; Protein 55.11; Psmd2; PSMD2_HUMAN; Rpn1; S2
antibody TNFR associated protein 2; TRAP2; Tumor necrosis factor receptor associated protein 2; Tumor necrosis

factor type 1 receptor-associated protein 2.

RSUE : MR A @RABES ARt

USRI :  Rabbit

M . Polyclonal

XM : Human, Mouse, Rat, Chicken, Dog, Pig, Cow, Horse, Rabbit, Sheep,

FERBSIF ¢ ELISA=1:500-1000 IHC-P=1:400-800 IHC-F=1:400-800 IF=1:50-200 (14 H T i i fe &)

not yet tested in other applications.

optimal dilutions/concentrations should be determined by the end user.
4 F & : 100kDa

ML - AL AR GRS MR

# R : Lyophilized or Liquid

w OB 1mg/ml
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% % JH : KLH conjugated synthetic peptide derived from human Proteasome 26S $2/TRAP2:501-600/908
v B 1g6

4tk g5k ¢ affinity purified by Protein A

f# F£ W : 0.01M TBS(pH7.4) with 1% BSA, 0.03% Proclin300 and 50% Glycerol.

fRFE%HE :  Store at -20 °C for one year. Avoid repeated freeze/thaw cycles. The lyophilized antibody is stable
at room temperature for at least one month and for greater than a year when kept at -20°C. When reconstituted

in sterile pH 7.4 0.01M PBS or diluent of antibody the antibody is stable for at least two weeks at 2-4 °C.
PubMed: PubMed

RS The 26S proteasome is a multicatalytic proteinase complex with a highly ordered structure
composed of 2 complexes, a 20S core and a 19S regulator. The 20S core is composed of 4 rings of 28 non-
identical subunits; 2 rings are composed of 7 alpha subunits and 2 rings are composed of 7 beta subunits. The
19S regulator is composed of a base, which contains 6 ATPase subunits and 2 non-ATPase subunits, and a lid,
which contains up to 10 non-ATPase subunits. Proteasomes are distributed throughout eukaryotic cells at a high
concentration and cleave peptides in an ATP/ubiquitin-dependent process in a non-lysosomal pathway. An
essential function of a modified proteasome, the immunoproteasome, is the processing of class | MHC peptides.
This gene encodes one of the non-ATPase subunits of the 19S regulator lid. In addition to participation in
proteasome function, this subunit may also participate in the TNF signalling pathway since it interacts with the
tumor necrosis factor type 1 receptor. A pseudogene has been identified on chromosome 1. Alternative splicing

results in multiple transcript variants of this gene. [provided by RefSeq, Jul 2013]

Function:

Acts as a regulatory subunit of the 26 proteasome which is involved in the ATP-dependent degradation of

ubiquitinated proteins.

Binds to the intracellular domain of tumor necrosis factor type 1 receptor. The binding domain of TRAP1 and

TRAP2 resides outside the death domain of TNFR1.

Tissue Specificity:
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Found in skeletal muscle, liver, heart, brain, kidney, pancreas, lung and placenta.

Similarity:
Belongs to the proteasome subunit S2 family.

Contains 7 PC repeats.

SWISS:

Q13200

Gene ID:

5708

Important Note:

This product as supplied is intended for research use only, not for use in human, therapeutic or diagnostic

applications.
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