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BETEMRSE (Glucose dehydrogenase, GCDH) RFIZHRAH

Bk 100 B/96 #

OB ERXNERISHE 2-3 MEE SR ARREAR ST E

MEEN :

GCDH (EC 1.1.1.47) fiE4LD- %] B FINAD(P)A: LD & FEER FINAD(PYH, KIEAZLET =& 304 o kA
TR AT B o AEAR TR AU AE P A FHGCDH, AN Bt 25 BRI 3R SR o 10 780 267 i B e A SR b I 5 i
T LA 1 T A R 5 45 B T 5 5 AR U A T B R AT 2 — P

RPN T R, GCDH E A il & i B A1 3R SR 1) 2 A8 I G

MRE FRTE
GCDH 184k, D-% % Bl NAD 4 i, D-%i %) B8 Al NADH, 7F 340nm FIll5E NADH b, HPwf f e
GCDH i1,

mEEMEENR .
LA B AR Ol AT AR R AL /96 FLAR . BB, DRAIZREEK .

IR L R FNEDH -

PR : 100mLx1 i, 4CHRTT;

W5 —: WK 19 mLx1 i, 4CHRAE;
WA= MFIx1 I, 20°CHRATES

HARRATRHE

HAURIRT AL EE: LIRS R (g) « FREURMAB(mL) N 1: 5~10 MELB] CEFREXZ) 0.1g ZH4Y, I 1mL
PEEGHD, HEATUKIRAI3E . 8000g 4°C &0 10min, HX LiE, EUK AR

NP R AR AT A SRR A R B BN, B0 ER B IR AR E (100
A FREBAFR (mL) 25 500~1000: 1 fECHI] (21X 500 JTAHBE BRI ImL $REGHED, 8 7 e
AN AN (VKIE, ThER 20% 8% 200W, 75 3s, [AIKE 10s, HEE 30 ¥X); 8000g 4°C &5-0» 10min, HX i,
Bk AR

MELER:

1. e BT BB AR A TR 30min BA b, RS E 340nm, ZEIRKIAE;

2« AEMATCS]: Ak 1R — 5 A8 B0 — IR A AR s AN SE 7 4°C T fRA7 — A«

3. B ITAEMET 37CH#HA S b,

4. fF ImL A FEEL IO 10ul BEAFT 190uL TAEWR, SZEPVRZE], id3% 340nm AWIUEWR Y6 A1 A1
Imin 5 EE A2, 15 AA=A2-Al,

GCDH FEMH -
a. AREAREEMUENHTEARNT:
(D) #HEARAEAREITH



Gom‘alkigoij Lgs @‘qﬁi&

ALE X B mg AL E BR8P 1Inmol NADH & SN —/NMEHE 77 547 .

GCDH (nmol/min/mg prot) =[AAXV &+ (exd) x10°]+(V FfxCpr) +T=3215xAA+Cpr

(2) FhEAEEE A

BN E X B g AR B A K | nmol NADH & XN —AMEEIE F7 #A47 .

GCDH (nmol/min/g #H) =[AAXV Jia+ (exd) x109]+(W xV #£+V FEE)+T=3215xAA+W

(3) 220 B B0 0 2 B2 15

FRLIRSE e B 1 /N B AR AR 43 B AR B 1 nmol NADH & SN — NS 77 5407

GCDH (nmol/min /104 cell) =[AAXV L+ (exd) x109]1+(500xV FE+V FER) ~T=6.43xAA

VSR RBRR SR, 2X104L; e: NADH BE/RIHIGHREL 622X 10° L/ mol /em; d: HLEILGAE,
lem; VA JOIAFEARMSEFR, 0.01 mL; VFES: IIARBUBAF, 1mL; T: KBEFE, 1min; Cpr: FEA
BAFKIE, mg/ml; W: FEARBRE, g; 500: 44 AE, 500 /5.

b. A 96 FLAMERIHH AR T:

(D AR ARETH

ALE X B mg A E B/ 804 Inmol NADH & XN — /MBS 77 547 .

GCDH (nmol/min /mg prot) =[AAXV i+ (gxd) x10°]+(V BExCpr) +T=6430xAA+Cpr

(2) FhEAEEE A

BN E e B g AR pP A K | nmol NADH & XN —AMEEIE #7847

GCDH (nmol/min/g # ) =[AAXV Jia+ (exd) x109]+(W xV #£=+V FEE)+T=6430xAA+W

(3) 220 B B0 Mt 2 3 1 5

SALIRSE e B 1 /N B B AR AR 43 B AR B 1 nmol NADH & SN — NS 77 5407

GCDH (nmol/min/10% cell) =[AAXV [+ (exd) x10°]+(500xV FE+V FEE) +T=12.86xAA

VSR RBRREARTR, 2X104L; e: NADH BURIENGREL, 6.22X10°L /mol /em; d: 96 FLBUGAE,
0.05cm; VB MAFEARMEF, 001 mL; VAES: MASRPUEAFR, 1mL; T: KMEA], 1 min; Cpr:
FEARBEPURE, mg/mL; W: FEARRE, g 500: ZHRB4HMSEL 500 5.



